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5-HT2A-rs6314

GG

5-HT2A 5-HT2A-rs6311 CT
5-HT2A-rs6313 AG
9p21 9p21-rs4977574 AA
ABCG2 (Q141K)-
ABCG2 (Q141K) GG
rs2231142
ACAT1-02 ACAT1-02-rs3741049 GG
ACE1 G2350A ACE1 G2350A-rs4343 AA
ACE2 A8790G-
ACE2 A8790G AG
rs2106809
ACSL1 ACSL1-rs9997745 GG
ACTN3 ACTN3-rs1815739 CcT
ADD1 ADD1-rs4961 GT
ADIPOQ ADIPOQ-rs2241766 GT
ADRB2-rs1042713 GG
ADRB2
ADRB2-rs1042714 GG
AGTR1 AGTR1-rs5186 AC
ALDH2 ALDH2-rs671 GG
ANKK1 ANKK1-rs1800497 GG
APB1 APB1-rs10156191 CcC
APOA2 APOA2-rs5082 AA
APOE
You have the ApoE e2/e4 genotype. While
not as impactful as the e4/e4 genotype, APOE-rs429358 cT
the latest research has found e2/e4 to be
similar to the e3/e4 genotype. Research
has found this genotype to be associated
with increased plasma cholesterol, lower
antioxidant protection, and a reduced
ability to repair synapses and protect
neurons. Read more under the APOE-rs7412 cT
Macronutrient Metabolism section under
My Health Report.
ARMS?2 ARMS2-rs10490924 GG
ATM D1853N-
ATM D1853N GG
rs1801516
BCMO1 A379V-
BCMO1 A379V CcT

> rs7501331

BCMO1 R267S-
BCMO1 R267S AA
rs12934922
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D102 DI102-rs225014
ESR2-rs4986938 CcC
ESR2
ESR2-rs2987983 AA
F5 F5-rs6025 CcC
FAAH FAAH-rs324420 AC
FADS1 FADS1-rs174546 CC
FADS2-rs1535 AA
FADS2
FADS2-rs174575 CC
FTO-rs9939609 AA
FTO
FTO-rs17817449 GG
FUT2 FUT2-rs601338 GG
GAD1-rs3749034 AG
GAD1-rs3791851 CT
GAD1
GAD1-rs2241165 CT
GAD1-rs3791850 AG
GATA3 GATA3-rs4143094 GT
GC GC-rs2282679 GT
GPX1 GPX1-rs1050450 AG
GSTM1 GSTM1-rs366631 AA
GSTP1 C341T-
GSTP1 C341T CcC
rs1138272
GSTP1 1105V GSTP1 1105V-rs1695 GG
HFE-C282Y HFE-C282Y-rs1800562 GG
HLA DQ2.5 HLA DQ2.5-rs2187668 CC
HLA-DQS8 HLA-DQ8-rs7454108 TT
HNMT HNMT-rs1050891 AA
HNMT C314T-
HNMT C314T CC
rs11558538
IL-10-rs1800872 GG
IL-10 IL-10-rs1800871 GG
IL-10-rs1800896 CT
IL6 IL6-rs1800795 CG
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LCT LCT-rs4988235 AA

LPA LPA-rs3798220 CcT
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TFR2 TFR2-rs7385804
TMPRSS2 TMPRSS2-rs2070788 AG
TNFA TNFA-rs1800629 GG
TP53 TP53-rs1042522 CG
VDR-FOK VDR-FOK-rs2228570 AG
VKORC1*2 VKORC1%*2-rs9923231 CccC
XRCC3 XRCC3-rs861539 GG



